
Figure 1-figure supplement 1. Subcellular localization of SLC35D3 at a reduced expression level
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Figure 2-figure supplement 1. Repeatability of the proteomic data
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Figure 2-figure supplement 2. SLC35D3 in subcellular fractionation of SVs
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Figure 4-figure supplement 1. Additional analysis of metabolite profiling
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Figure 5-figure supplement 1. Pharmacology insensitive transport activity by SLC35A3
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